The names of the genotypes and alleles are mistaken. The authors need to revise overall the genotypes and alleles related to their own SNPs within the text and abstract also. On Page 7, Line 11: The T allele of rs117026326 was associated with an increased risk of NMSOD. However in Table 3 the C allele seems to be associated with NMSOD risk instead of the T allele. According to the stratification analysis for AQP4-IgG positivity, it is written in Line 39 (page 7) that "the AA genotype of rs73366469…", however for rs73366469 SNP there is TT, CC and CT genotypes and in Table 4 the TT genotype seems to be found more frequent in AQP4-IgG-seropositive patients. In Line 58, page 7, it is written that the minor A allele of rs117026326 was associated with an increased risk of NMSOD. It should be the C allele. On Page 8, Line 9 it is written that "…the AA genotype of rs73366469…". Again this should be corrected as the TT genotype. Authors made the same confusions in the Discussion part also. On page 8, Line 50 the genotype AA of rs73366469 should be corrected as the TT genotype. On Page 9, Line 58 the T allele should be changed to the C allele. On Page 10, Line 3 the genotype AA of rs73366469 should be corrected as genotype TT of rs73366469. This corrections should be done for Abstract and Conclusion (Page 11, Line 29 and Line 32) parts also.
